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pcDNA3.1 (+/-)
5428/5427 bp

Comments for pcDNA3.1 (+)
5428 nucleotides

CMY promoter; bases 232-819
T7 promoter/priming site: bases 863-882
Multiple cloning site: bases 895-1010 .
pcDNA3.1/BGH reverse priming site: bases 1022-1039 PUC ori
BGH polyadenylation sequence: bases 1028-1252
1 origin: bases 1298-1726
SWV40 early promoter and origin: bases 1731-2074
Neamyein resistance gene (ORF): bases 2136-2930
SV40 early polyadenylation signal: bases 3104-3234
pUC arigin: bases 3617-4287 (complementary strand)
Ampicillin resistance gene (bla): bases 4432-5428 (complementary strand)
ORF: bases 4432-5292 (complementary strand)
Ribosome binding site: bases 5300-5304 (complementary strand)
bla promoter (P3): bases 5327-5333 (complementary strand)

Propagation in E.coli

(1> FifERfk: DHSa . TOP10. XL1-Blue Z¥7[.
() JEEPE: Amp+, TAEMREEBCN 100ug/ml.
(3)  HEFRIESE: 37°C.
(4)  JFRiFE DIE (Copy number): 5o
HonorGene (BiFEF) KW ALY FRAF
Huhk: IR KD TR X AR T B 229 SREA BRIV C HR 12 B HiE: 15574926881
Mik: www.honorgene.com E-mail: 12695920@qq.com




