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2801 TTGACGCARR TGGGCGGETAG GCGIGTACGG TGEGAGGICT ATATALGCAG AGCTCGGAIC CCGGAATTCT GCAGATATCC AGCACLAGIGE CGGCI
BACTGCGTTT ACCCECCATIC CGCACATGCC ACCCICCAGR TATATTCGIC TCGAGCCTAG GGCCTTAAGR CGICTIATAGE TCGIGICACC GCCGGECGAGC

2301 AGTCTAGAGG GCCCGITTAR ACCCGCTGAT CAGCCICGAC TGTGCCTTCT AGITGRCCAGC CATCIGITGI TTIGCCCCICC CCCGIGCCIT CCTITRACCCT
G ACACGGAAGR TCARCGGICE GTRGRCRACR RACGEGGAGE GGECACGEAR GLAACIGGER
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CMV-f GEHFIYD:
Sequence: 5’-CGCAAATGGGCGGTAGGCGTG-3’

BGH-r GEM51¥):
Sequence: 5’-TAGAAGGCACAGTCGAGG-3’

Propagation in E.coli

(1) TZEBER#k: DHSa . TOP10. XL1-Blue 531,
(2)  JE#PitE: Kant, TAEMRE N 25ug/ml.

(3)  HEFEREL: 37°C

(4)  Jrkids D% m= (~500)

HonorGene (BigER) -KIPEBELYIPHEA IR AF
Huht: BIEEE K TE R XA 229 SREA ERF AL C # 12 # HiE: 15574926881
®Mik: www.honorgene.com E-mail: 12695920@qq.com



HonorGene--- %V I FE R 78 IR SR AL (I IRl /48044 /40 B/ it 3/ v 53:/12 995 B5/AAV/SiRNA /miRNA)

BARLKIE
(1) {£ pDoubleEx-EGFP [1J CMV J&3)) 7 /546 A\ DsRed-Monomer, #4J% pDoubleEx-EGFP-moRED.
(2) ¥ pDoubleEx-EGFP-moRED #%4#4% 293 4lfi), 48h J5 W &5, Al WE HARML oMt
e

pDoubleEx-EGFP-moRED #% 4% 293 4fiffl: i L%

pDoubleEx-EGFP-moRED #% 4% 293 Zffifl: ki Ey

pDoubleEx-EGFP-moRED #% 4% 293 Zffif: 4L BT

HonorGene (BigER) -KIPEBELYIPHEA IR AF
Huht: BIEEE K TE R XA 229 SREA ERF AL C # 12 # HiE: 15574926881
®Mik: www.honorgene.com E-mail: 12695920@qq.com



