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PET-11a sequence landmarks EcoR l{5675)
T7 promoter 432448 C'? {24 (Bpu1102 I(257)
T7 transeription start 431 Aatl med III{ZBj;,: ,BamH I319)
T7=Tag coding sequence 328-360 Ia (5604) II f o/ mhe liasz)
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11d are the same as pET-11a (shown) with > 'QQ \
the following exceptions: pET-11b is a Eam1105 '“’ESZ‘FJ \
5676bp plasmid; subtract 1bp from each site f \ Miu li1185)
beyond BawmH [ at 319, pET-11c is a 5675bp / = ‘ \ \,{ Bel I{1189)
plasmid; subtract Zbp from each site beyond | ; | I', I|
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BamH 1 at 319, pET-11d is a 5674bp plasmid: |' 21 | BBSrEII::gSE}?
the BamH | site is in the same reading frame AlwN |(4205) 1 pET." 1a t’“_l ‘ Apa |(1398)
as in pET-11c. An Neo | site is substituted || (567 7bp) _“? | || |
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position 3539 of pET-11c. As a result. Neo 1 \ =N F
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T7 promoter primer #69348-3
Bgl Il T7 promoter lac operator _Xbal rbs
AGATCTCGATCCCGCGAAATTAATACGACTCACTATAGEGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAATAATTTTRTTTAACTTTAAGAAGGAGA
Nde | Nhel T7-Tag PET=Tle poi Bpu1102 |
TATACATATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCCGGETGUTAACAAAGLCCCGAAAGGAAGC TGAGTTGLETGCTGLCCACCLOTGAGCAATAACTAGCATAA
MethlaSerMetThrGlyG

yGInGInMetGlyArghlySerGlyCysEnd

T7 terminator primer #69337-3
s pET-11b GGTCGGGATCCGGUTGCTAAC GAAAGGAAGCTGAGTTGGLTGCTGCCACCGLTGAGCAATAACTAGCATAA
pET-1 ]K’IICOI GlyArghAspProd lallabsnlysA rglysGlublaGluLeuslablcAlaThrAlaGluGInEnd
TACC SCTAGE pET-11c.d GC A»CA‘ GCC TAACTAGCATAA
M—. thlaSer euThrLysProf snEnd

T7 terminator
TCTAAACGGGTLTTGAG

CCCCTTGGRELC

pET-11a-d cloning/expression region

Propagation in E.coli

(1)  TEl%E#M: DH5a . TOP10. XL1-Blue £33,
(2 JEEPE: Amp+, TAEMREEBCN 100ug/ml.
(3)  REFRESE. 37°C.
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