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Restriction Map and Multiple Cloning Site (MCS) of pEBFP-N1. Unique restriction sites are in bold. The Neol site follows
the EBFP stop codon. The Xbal site (*) is methylated in the DNA provided by CLONTECH. If you wish to digest the vectors
with these enzymes, you will need to transform the vector into a dam™ host and make fresh DNA.
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