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’ ATG CTA CTA GTA AAT CAG TCA CAC CAA GGC TTC AAT AAG GAA CAC ACA AGC AAG ATG GTA AGC GCT

Met Leu Leu Val Asn Gln Ser His Gln Gly Phe Asn Lys Glu His Thr Ser Lys Met Val Ser Ala
polyhedrin gp67 secretion signal sequence (underlined)
promoter signal peptide cleavage site Xmal (4255)
Smal (4255)
BamHI (4251) Xbal {4260

ATT GTT TTA TAT GTG CTT TTG GCG GCG GCG GCG CAT TCT GCC TTT GCG GCG GAT CCC GGG TAC CTIT
Ile Val Leu Tyr Val Leu Leu Ala Ala Ala Ala His Ser Ala Phe Ala Ala Asp Pro Gly Tyr Leu

gp6&7 secretion signal sequence (underlined)
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CTA GAA TIC CGG AGC GGC CGC TGC AGA TCT GAT CCT TTC CTG GGA CCC GGC AAG AAC CARA AAA ...
Leu Glu Phe Arg Ser Gly Arg Cys Arg Ser Asp Pro Phe Leu Gly Pro Gly Lys Asn Gln Lys
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