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Comments for pcDNA™3.1/myc-His A

5493 nucleotides * There is a unigue BsiE Il site, but no
Xba lor Apa | sites in version C.

CMY promoter: bases 209-863

TY promoter/priming site: bases 863-882
Multiple cloning site: bases 902-999

myc epitope: bases 997-1026

Polyhistidine tag: bases 1042-1059

BGH reverse priming site: bases 1082-1099
BGH polyadenylation signal: bases 1081-1295
1 origin of replication: bases 1358-1771

SW40 promoeter and origin: bases 1836-2160
Meomycin resistance gene: bases 2196-2990
SV40 polyadenylation signal: bases 3166-3296
pUC origin: bases 3679-4352

Ampicillin resistance gene: bases 4497-5357 (complementary strand)

Propagation in E.coli

(1)  Til%E#M: DH5a . TOP10. XL1-Blue Z:357]
() JEEPE: Amp+, TAEMREEBCN 100ug/ml.
(3)  REFRESE: 37°C.

* Thare is 8 unigque Sac || site
betwaan the Aps | sile
and the Sfu | site In version B only.
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