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Comments for pcDNA4/Myc-His the BstB | site in version B only.
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861 ATTAATACGA CTCACTATAG GGAGACCCAA GUTGGUTAGT TAA GCT TGG TAC CGA GCT CGG
Ala Trp Tvyvr Arg Ala Arg

Bsbl\( I* EcclnFH P:-?lfl EcoR W Bs.l‘lx I* Nclifl
922 ATC CAC TAG TCC AGT GTG GTG GAR TTC TGC AGA TAT CCA GCA CAG TGG CGG CCG

Ile His *** Zer Ser Val Val Glu Phe Cys Arg Tyr Pro Ala Gln Trp Arg Fro

Xf'lro ! X-E?a I Apfa‘ I Eser I myc epitope
976 CTC GAG[TCT AGA GGG CCC|TTC GAA CRA ARA CTC ATC TCA GAR GAG GAT CTG AAT
Leu Glu Ser Arg Gly Pro Phe Glu Gln Lys Leu Ile Ser Glu Glu Asp Leu Asn
Ag]e | Polyhistidine tag Pme |
I

I r
1030 ATG CAT ACC GGT CAT CAT CAC CAT CAC CAT TGA GTTTRAACCC GCTGATCAGC
Met His Thr Glu His His His His His His ***

BGH Reverse priming site

1
1083 CTCGACTGTG CCTTCTAG

HonorGene--- K X BA&E VP EA R A
ht: WIEE KO EREXARER R 229 SEAEBLTWE C # 12 % B 15: 15574926881
Mdk: www.honorgene.com E-mail: 12695920@qq.com



