HonorGene---% V. [ 55 IR 70 R IR R AL G DRI/ AR B/ Ja 37199 B899 25/ AAV/SIRNA /miRNA)

CROPseq-Guide-Puro 7= 5 i B

s R
L] ALK H AR JRARL i R
HG-VCA1176 | CROPseq-Guide-Puro Addgene CRISPR/Cas &4t Amp+
R
CROPseq-Guide-Puro
10,214 bp
(5143) BsmBII
5'LTR 3'LTR
pasmia [ fhuctsRnA B
ey
gRNA cassette 362 bp
~ copied during Pol Il detected in CROP-seq
lentiviral integration |,. A (A)n
genome
integration

Propagation in E.coli
(1) SEFERfk: Stbl3. Stbl4 5k Stable.

(2) JEPHE: Amp+, TAEREEELCH 100ug/ml.

(3) HFRiRSE: 37°C.,
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