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3506 CTG TAC AAG TCC GGA CTC AGA TCT CGA GCT CAA GCT TCG AAT TCT
Apal BamHI

Smal/Xmal
3551 GCA GTC GAC GGT ACC GCG GGC CCG

Stop Stop
GGA TCC ACC GGA TCT AGA TAA

Stop
3596 CTG ATC

Propagation in E.coli

(1) JalEWHitk: Stbl3. Stbl4 5§ Stable.
(2) JF#ditE: Amp+, TAEWKEEZECA 100ug/ml.
(3) HFRIESE: 37°C,
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