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Comments for pYES2/CT:

5963 nucleotides

GAL1 promoter: bases 1-451
GAL 1 forward priming site: bases 414-437
T¥ promoter/priming site: bases 475-494
Multiple cloning site: bases 501-584

V5 epitope: bases 607-648

Polyhistidine (6xHis) region: bases 658-675

CYC1 transcription termination signal: bases 708-961

CYC1 reverse priming site: bases 725-743

pUC crigin: bases 1145-1818

Ampicillin resistance gene: bases 1963-2823 (complementary strand)
URAZ3 gene: bases 2841-3948 (complementary strand)

2u origin: bases 3952-5423

1 origin: bases 5491-5946 (complementary strand)

Propagation in E.coli

(1) W E#k: DH5a . TOP10. XL1-Blue 7],
(2) JEPHE: Amp+, TAEWREEELCH 100ug/ml.
(3) BEFRIEE: 37°C.
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