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Comments for pPICZa A
3593 nucleotides

Bglll

5 AOX1 promoter region: bases 1-941 * Psflis in 'l."t-:rsi.un B anly
5" AOX7 priming site: bases 855-875 Clal s in Varsion G only
o-factor signal sequence: bases 941-1207
Multiple cloning site: bases 1208-1276
c-myc epitope; bases 1275-1304
Paolyhistidine (6xHis) tag: bases 1320-1337
3" AOXT priming site: bases 1423-1443
AOQXT transcription termination region: bases 1341-1682 the Kex2 cleavage site, resulting in
TEF1 promoter: bases 1683-2093 exprassion of thair native gang without
EM7 promoter: bases 2085-2162 additional aming acids at the M-terminus.
Sh ble ORF: bases 2163-2537

CYCT transcription termination region: bases 2538-2855

pUC arigin: bases 2866-3539 (complementary strand)

TThe twe Xha | siles in the vector allow
the user to clone their gene in frame with

Propagation in E.coli

(1)  FEHE: DH5a . TOP10. XLI1-Blue 5357] .

(2> JERFiE: Zeot (Zeocin, MKER), TARMKEEICN 25ug/ml.
(3)  HEFRmE: 37°C.
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