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process by a novel reporter protein, tandem fluorescent-tagged LC3D.
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Location of features
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CMV-f GEHA S
Sequence: 5’-CGCAAATGGGCGGTAGGCGTG-3’

PEGFP-C-5° B 5141):
Sequence: 5’-CATGGTCCTGCTGGAGTTCGTG-3’

Propagation in E.coli

(1) JefERE#Kk: DH5a . TOP10. XL1-Blue Z£14m] .,
(2)  JFEEZPE: Kan+, ZCTAERE N 25ug/ml.
(3)  HEFIERE: 37°C,

(4)  JFUki¥% D% (Copy number): & (~500).
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