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Figure 1. Schematic representation of pMXs-IRES-GFP retroviral vector.
MCS:

e Enzyme Sites: 5’-BamHI, EcoRI, Xhol, Notl, SnaBI-3’

e MCS Sequence:
TTAATTAAGGATCCCAGTGTGGTGGTACGGGAATTCCTGCAGGCCTCGAGGGCCGGC
GCGCCGCGGCCGCTACGTAAATT---IRES---GFP---

Propagation in E.coli

(1) TIFEBitk: Stbl3. Stbl4 B% Stable.
(2) JERZPiPE: Amp+, TAEWKEEECA 100ug/ml.
(3) BEFRIEE: 37°C.
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