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pYES2/NT B Multiple Cloning Site

300

360

420

480

534

582

630

679

728

775

AL1 promoter
TATA box

TTAACAGATA TATAAATGCA AAAACTGCAT AACCACTTTA ACTAATACTT TCAACATTTT
art of transcription

—
CGGTTTGTAT TACTTCTTAT TCAAATGTAA TAAAAGTATC AACAAAAAAT TGTTAATATA

GAL1 forward priming site 3" end of GAL1 promoter

—
CCTCTATACT TTAACGTCIAA GGAGAAAAAA CCCCGGATCG GACTACTAGC AGCTGTAATA

T7 promoter/priming site Hind I11 Polyhistidine region

|
CGACTCACTA TAGGC'IvAATAT TAAGCTTACC ATG GGG GGT TCT I CAT CAT CAT CAT
Met Gy Gy Ser His His His His

CAT CAT GGT ATG GCT AGC ATG ACT GGT GGA CAG CAA ATG GGT CGG GAT
His His Gy Met Ala Ser Met Thr Gly Gy Gn Gn Mt Gy Arg Asp

Xpress™ epitope Asp7181 Kpnl BamH | BstX I* EcoRI|

— = — [ l
CTG TAC GAC GAT GAC GAT AAGI GTA CCT AAG GAT CCA GIG TGG TGG AAT
Leu Tyr IAsp Asp Asp Asp LyssI Val Pro Lys Asp Pro Val Trp Trp Asn

Enterokinase recognition site A EK cleavage site
BstX I* Not | XhIO | Xba |

| | |
TCT GCA GAT ATC CAG CAC AGT GGC GGC CGC TCG AGT CTA GAGGGCCCTT
Ser Ala Asp Ile GIn His Ser Gy Gy Arg Ser Ser Leu

V5 epitope

[ 1
CGAA GGT AAG CCT ATC CCT AAC CCT CTC CTC GGT CTC GAT TCT ACG CGT
Gy Lys Pro lle Pro Asn Pro Leu Leu Gly Leu Asp Ser Thr Arg

Polyhistidine region Prr|1e I

I 1
ACC GGT CAT CAT CAC CAT CAC CAT TGA GITTAAACCC GCTGATCCTA
Thr Gy His His His His His His ***

CYCl1 reverse priming site

GAGGGCCGCA TCATGTAATT AGTTATIGTCA CGCTTACATT CACGdCCTCC CCCCACATCC

*Note that there are two BstX | sitesin the polylinker.



